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A. Personal statement
I have been working in the field of molecular biology and genetics for more than fifteen years.  I have been studying various aspects of cellular and viral gene regulation using sate of the art molecular biology tools throughout my research career. Since 2010 I have been working as a research scientist at the New Jersey Medical School genomics research program where my primary role is to design, execute and analysis of deep sequencing based experiments. Additionally, I have also been involved in the development of sequencing based assays for both research and clinical genomics. I have developed various techniques to study gene expression and RNA processing, including strand-specific RNA-seq, amplification-based 3’ end sequencing (3’-end-seq), and 3’ Region Extraction And Deep Sequencing (3’READS). I also have substantial experience in ChIP-seq, CLIP-seq, and GRO-seq. I have been sequencing samples using Illumina HiSeq 2500, NextSeq500 and MiSeq platforms to perform all our sequencing needs. I have been involved in designing and performing various deep sequencing related experiment and maintaining the pipeline for the researchers of our school and other collaborative institutes as demonstrated in the recent publications. 
1. Dai W, Li W, Hoque M, Li Z, Tian B, and Makeyev E (2015). A post-transcriptional mechanism pacing expression of neural genes with precursor cell differentiation status. Nature communication. 6:7576. doi: 10.1038/ncomms8576.
2. Di Giammartino DC , Li W2, Ogami K, Yashinskie JJ, Hoque M, Tian B,  Manley JL. (2014). 

      RBBP6 isoforms regulate the human polyadenylation machinery and modulate expression of    

      mRNAs with AU-rich 3' UTRs.  Genes Dev. 28(20):2248-60. 

3. *Hoque M, *Ji Z, Zhang D, Luo W, Li W, Yehia G and Tian B. (2013). A method for mapping 3’end of transcripts and quantitative analysis of alternative polyadenylation isoform and gene expression. Nat Methods 10(2): 133-139. 
4. Luo W*, Ji Z*, Pan Z*, You B, Hoque M, Li W, Gunderson S. and Tian B. (2013). The conserved intronic cleavage and polyadenylation site of CstF-77 gene imparts control of 3’ end processing by feedback autoregulation and U1 snRNP. PLoS Genetics. 9, e1003613
 

B. Positions and Honors

Positions and Employment

2000-2004
Postdoctoral Fellow, UMDNJ-New Jersey Medical School, Newark, NJ

2003-2007
Research Associate, UMDNJ-New Jersey Medical School, Newark, NJ

2007- 2013     Research Scientist, UMDNJ- New Jersey Medical School, Newark, NJ               

2013- Present Adjunct Assistant Professor, Rutgers- New Jersey Medical School, Newark, NJ

Awards and Honors

1995           
Japanese Government Scholarship, MONBUSHO

1999
        
Outstanding Research Scientist, Tokyo Institute of Technology

2009

Young Investigator Scholarship, Keystone Symposium

C. CONTRIBUTIONS IN SCIENCE
Since the beginning of my post-doctoral research I have been studying the role of cellular proteins in the regulation of gene expression. I would like cite an example of a unique cellular protein called eIF5A. I have shown that this very unique protein plays important role in the regulation of HIV gene expression, important cancer genes as well nonsense mediated decay.
1. Mémin E, Hoque M, Jain MR, Heller DS, Li H, Cracchiolo BM, Hanauske HM, Pe’ery T and Mathews MB*. (2014) Medicinal inhibition and silencing of eIF5A modification alter the expression of malignancy-related genes and suppress cervical cancer cell proliferation. Cancer Research. DOI: 10.1158/0008-5472
2. Hartmut M. HA*, Saxena D, Palumbo PE, Hanauske AR.  Luchessi AD, Tavane D. Cambiaghi TD, Hoque M, Spino M. , Gandolfi D,  Heller DS, Singh S, Park MH, Cracchiolo BM, Tricta F, Connelly J, Popowicz, AM, Cone1 RA, Holland B, Pe’ery T and Mathews, MB*. (2013). Drug-Induced Reactivation of Apoptosis Abrogates HIV-1 Infection. PLOS ONE. 8(9): e74414.  doi:10.1371/journal.pone.0074414.
3. Hoque M, Hanauske-Abel HM, Palumbo P, Saxena D, D'Alliessi Gandolfi D, Park MH, Pe'ery T,  Mathews MB. (2009). Inhibition of HIV-1 replication by two drugs that prevent the maturation of eIF5A. Retrovirology .6: 90-106.
I have studied the development of virus vector for ex vivo and in vivo gene therapy. My main focus was to make changes in adeno-associated virus to develop a highly specific gene therapy vector, which I believe is one of the most promising gene vector.
1. Hoque M, Ishizu K, Matsumoto A, Han SI, Arisaka F, Takayama M, Suzuki K, Kato K,  Kanda T, Watanabe H, Handa H. (1999). Nuclear transport of the major capsid protein is essential for adeno-associated virus capsid formation. J Virol. 73:7912-7915.
2. Hoque M, Shimizu N, Ishizu K, Yajima H, Arisaka F, Suzuki K, Watanabe H, Handa H. (1999). Chimeric virus-like particle formation of adeno-associated virus. Biochem Biophys Res Commun. 266: 371-376.
3. Ishizu KI, Watanabe H, Han SI, Kanesashi S N, Hoque M, Yajima H, Kataoka K, and Handa H.  (2001). Roles of disulfide linkage and calcium ion-mediated interactions in assembly and disassembly of virus-like particles composed of simian virus 40 VP1 capsid protein. J Virol. 75:61-72.
The Complete List of my Published Work can be found in My Bibliography: 

http://www.ncbi.nlm.nih.gov/myncbi/collections/bibliography/50186865/?reload 

 D. RESEARCH SUPPORT
 Patents:
 1. Method of Inhibiting Non-sense mediated mRNA decay. United States Patent Application. Pub.

     No. : US2011/0039911A1. Peery T, Mathews M, Hoque M, Hanauske et al

 2. Alternative polyadenylation Isoforms as a Biomarker to determine the cell proliferation and

     differentiation state (submitted). Luo W, Zhe Ji, Hoque M et al.

